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Prevalence and Molecular Characterization of Mumps Viruses in

Hyogo Prefecture between 2015 and 2017
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Yumi AKIYAMA and Tadaaki INADA

Infectious Disease Research Division, Hyogo Prefectural Institute of Public Health Science, 1819-
14, Kanno, Kanno-cho, Kakogawa 675-0003, Japan

We investigated the incidence of mumps and molecular epidemiology of mumps viruses (MuVs) in Hyogo prefecture
between 2015 and 2017. MuVs were detected from 18 (54.5%) of 33 infectious parotitis cases and 6 (21.4%) of 28 aseptic
meningitis cases.

During this 3-year period, genotype G was the dominant strain in Hyogo prefecture, detected in 87.5% (21/24) of MuV-
positive samples. Phylogenetic analysis revealed that all genotype G strains were classified into Gw. Furthermore, Gw
strains were divided into four distinct clusters.

Continuous MuV surveillance by detailed genetic analysis is useful for understanding the genetic diversity of MuV

strains and maintaining effective vaccine program.
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Fig.1 Weekly number of reported infectious parotitis
cases in Hyogo Prefecture (2013-2017)

6 year

10~4years

2013 .....

2014

oors VBB T

s T ey T

2017 FEER. . EEEEEEE e
0% 200 408 60% 80% 100%
O0~5manths  86~11months ©1 vear B2 year
03 year B4 vear a5 vear 06 vear
Q7 year B8F vear 89 year 810~14 years
B15~19 years  B20vyear~

Fig.2 Age distribution of infectious parotitis
cases reported from sentinel hospitals in
Hyogo Prefecture (2013-2017)
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Table 1 Number of mumps viruses detected from

clinical cases in Hyogo Prefecture

Clinical diagnosis

Year Infectious Aseptic
parotitis  meningitis
No. of cases 5 8
2015 No. of MuV 3 1
detected (60.0) (12.5)
cases (%)
No. of cases 21 13
e Ny
erecte (57.1) (15.4)
cases (%)
No. of cases 7 7
2017 No. of MuV 3 3
detected (42.9) (42.9)
cases (%)
No. of cases 33 28
Total No. of MuV
detected 18 6
cases (%)
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Table 2 Distribution of mumps virus genotypes
detected from clinical cases in Hyogo
prefecture (2015-2017)
MuV- Genotype (%)
Year positive B G H
2015 4 4 (100)
2016 14 1(7.1)  12(85.7) 1(7.1)
2017 6 1(16.7  5(83.3)
Total 24 2 21 1
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Fig.3 Phylogenetic analysis based on the 316
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