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Characteristic Analysis of the Seasonal Influenza Viruses in Hyogo

Prefecture, Japan, during the 2017/18 Season
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In Hyogo prefecture, Japan, influenza activity during the 2017/18 influenza season was the highest in the past 5
seasons. The B (Yamagata lineages) (49%) predominated over AH3 subtype (33%), AH1pdmO09 (18%) and B (Victoria
lineages) (1%) viruses.

The HA genes of AH1pdmO9 viruses fell into the genetic subgroups 6B.1. The HA genes of AH3 viruses fell into the
phylogenetic clade 3C.2a2 and clade 3C.2al including A/Singapore/Infimh-16-0019/2016 (2018/19 season vaccine strain) .

The HA gene sequences of B (Victoria lineage) viruses belonged to genetic group 1A, the B/Brisbane/60/2008 genetic
group. The HA genes of B (Yamagata lineage) viruses fell within the genetic clade 3 including B/Phuket/3073/2013
(2015/16~2018/19 season vaccine strain).
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Fig.1 Weekly cases of Influenza-like illness per sentinel
clinic from 2015/16 season to 2017/18 season in

Hyogo prefecture, Japan
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Fig. 2 Proportion of isolation/detection of influenza virus
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during 2017/18 season in Hyogo prefecture, Japan
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Fig. 3 Weekly isolation/detection of influenza virus during

2017/18 season in Hyogo prefecture, Japan

2013/14 3> — X [ ZAH1pdm09?, 2014/153 — X 1%
AH3%10, 2015/16>— X 1FAH1pdmO091, 2016/173
— RV TCIFAHSHRIN R & 725 T 0 120 2012/137— X
VUBRIIAS HAZIAT T %88 — v L 7p o TV, Ry
— X N32016/173— R ERICAHSERIDFAT L 72 0,
INETONRE = LI3R > Tu=.

B 71X 2013/14 3 — X1 Yamagata ZfEAS 67%9,
2014/15 3 — A% Yamagata -2#57° 91%10, 2015/16
=X 1% Yamagata HfEDS 64% % HHOTRD W,
2013/14 7>5 2015/16 2 — X /1% Yamagata 2kt VES
Tho7-03, 2016/17 > — R 1% Victoria B 69% &
BEAL 7p o7 19 R — X% Yamagata R0 99%
% 5O TR Yamagata R0 MESS & 7p o 72, 2E O
#TH Yamagata RALMEE L 72> Tl D 9, RN LA
HThHotz.

—J5, 7 % OUHEARA VK 100 A2t L= & 2 A,
2018 4 7 AICBIRENTMRIKIN S A T T A
VA TSI, ENLEYER SR DN B s 1 & T
L7zfER, 8 BEIOT RTCoOBEMETNE FEKD
AHlpdm09 ThH Y, BT ¥ HROBE T ORMETI
DI oTlz. ZOZENDE NOUA VAN ERET X
R LT b D EEZ BN

3. WRDA TN T A NV AD S - FRRI

KR — A NTE 35 WD HIAN BRI S V7228, 5 36
#H (9H4H~10H) IZAHIpdmO09 231 Tt &h,
FATBHAGET O 46 3 % TIZ AH3 28 5 4, AH1pdmO09
23 31F, BB (Yamagata 5%t 13 3 HEOAFE 11
SHVAHS B S Z o7z

FATBHAR O 47 W6 ¥ — 7 BiOF 2 M E CoOHIM
IZ B! (Yamagata %4t 78381, H %<, W\ T



Se TR AT E TR e e 5 152019

O 2017/18 season E172D O a/swine/Hyogo/1/2018 JLY
[0 2016/17 season O A/Hyogo/1256/2018 FEB
® 2015/16 season — O A/Hyogo/1148/2018 JAN

— O A/Hyogo/1150/2018 JAN
Hyogo strains L1611 | O A/Hyogo/1119/2017 DEC
O A/Hyogo/1096/2017 DEC
—— O A/Hyogo/1093/2017 DEC
—— O A/Hyogo/1177/2018 JAN
L O A/Hyogo/1127/2018 JAN
O AHyogo/1106/2017 DEC

O A/Hyogo/1221/2018 JAN
$164T 4‘—? O A/Hyogo/1188/2018 JAN  |6B.1

<74R O A/Hyogo/1064/2017 SEP
O A/Hyogo/1070/2017 NOV
1295V e VY AJHy0go/1214/2018 JAN
L_p1375.2670. () A/Hy0go/1213/2018 JAN
L O A/Hyogo/1060/2017 JUN

[0 AlHyogo/3226/2017 MAR
[A/Singapore/GP1908/2015(EP! ISL 238744) 6B
cgaN @ A/Hyogo/1197/2016 (17/18,18/19
o A/Hyogo/1136/2016 Vaccine strain)
162N @ A/Hyogo/2005/2016
12167 A/Slovenia/2903/2015(EPI ISL 206099)
@ A/Hyogo/1129/2016
L J A/Hyogo/3072/2016 DEC
@ A/Hyogo/1201/2016
L A/Michigan/45/2015(EPI ISL 237793)
(163Q A/Hyogo/1218/2014
@ A/Hyogo/3174/2015
A256T A/Hyogo/1251/2014
. — NEngIgn%E{??/ZO/‘!I 5;(53% ([391"5, 212237)
0go 6B.2
S185T Vis2TVi73l— g A/Hyggg/1052/2016
K283E — AlLouisiana/06/2013(EPI ISL 149354)
— A/Sichuan-Wuhou/SWL2259/2013(EP!I ISL 153293)
_ A/Louisiana/10/2013(EPI ISL 150298)
A/South Africa/3626/2013(EPI ISL 153195)
V234l A/Ghana/DARI-0095/2014(EPI ISL 166053) 6C
L A/Dakar/02/2014(EPI ISL 165501)
L A/St. Petersburg/27/2011(EPI ISL 90760)
¥ A/Norway/2552/2012(EPI ISL 134125)
A/Czech Republic/32/2011(EPI ISL 90718)
|~ A/Christohurch/16/2010(EP! ISL 79722)

A/Hong Kong/3934/2011(EPI ISL 93746)
A/California/07/2009(EPI ISL 115928) |(10/11 ~16/17 Vaccine strain)

—
0.002

Hwhmmg

Fig. 4 Phylogenetic analysis of influenza A(H1N1)pdm09 HA genes (HA1)
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Fig. 5 Phylogenetic analysis of influenza AH3 HA genes (HA1)
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Fig. 6 Phylogenetic analysis of influenza B (Victoria-lineage) HA genes (HA1)
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Fig. 7 Phylogenetic analysis of influenza B (Yamagata-lineage) HA genes (HA1)
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