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Characteristic Analysis of the Seasonal Influenza Viruses in Hyogo
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In Hyogo prefecture, Japan, influenza activity during the 2015/16 influenza season was the second largest in the past
5 seasons. Influenza A(HIN1)pdmO09 and B (Yamagata lineages) viruses predominated, followed by influenza B (Victoria
lineages) and A(H3N2) viruses.

The HA genes of A(HIN1)pdmO09 viruses fell into the genetic subgroups 6B.1 (76%) and 6B.2 (24%). The HA genes of
A(H3N2) viruses fell into the phylogenetic clade 3C.2al. The HA gene sequences of B (Victoria lineage) viruses belonged
to genetic group 1A, the B/Brisbane/60/2008 genetic group. The HA genes of B (Yamagata lineage) viruses fell within the
genetic clade 3 including B/Phuket/3073/2013 (2015/16 season vaccine strain).
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Fig.1 Weekly cases of Influenza-like illness per sentinel
clinic from 2012/13 season to 2015/16 season in
Hyogo prefecture, Japan.
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Fig.2 Proportion of isolation/detection of influenza virus
during 2015/16 season in Hyogo prefecture, Japan
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Fig.3 Weekly isolation/detection of influenza virus during 2015/16 season in Hyogo prefecture, Japan
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Fig.4 Phylogenetic analysis of influenza A(HIN1)pdm09 HA genes (HA1)
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Fig.5 Phylogenetic analysis of influenza A(H3N2) HA genes (HA1)
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Fig.6 Phylogenetic analysis of influenza B (Victoria-lineage) HA genes (HA1)
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