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Norovirus (NoV) is the most common causative agent of outbreaks with gastroenteritis. In this study, a total of 1,430
samples collected from 144 group infection cases with gastroenteritis in Hyogo prefecture, between April 2007 and March
2009, were used for NoV gene detection. PCR amplified DNA of core region was sequenced and utilized for the analysis of
molecular epidemiology. Of 144 group infection cases, NoVs were detected 97 (67.4%) and G1I/4 were detected in 49
(79.0%) of 62 GII group infection cases that were determined the base sequence. All the strains identified as GII/4
belonged to the sub-genotype of 2006b variants. Only small mutations were recognized in the GII/4 strains, primary
epidemic genotype in these seasons. The decrease of the group infection of two seasons, after the outbreak of 2006/07
season, might be due to the fact that homogeneous viruses occupied the most cases of the group infection. As a result, it is

needed to monitor the NoV mutations by detailed genetic analysis.
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Table 1 Numbers of samples from NoV group infection cases in Hyogo prefecture (2007/08-2008/09 season)

2007/08 season 2008/09 season Total
Type of samples
Samples NoV-positive Samples NoV-positive Samples NoV-positive
Stool samples 641 320 (49.9%) 474 234 (49.4%) 1115 554 (49.7%)
Vomit samples 6 2 (33.3) 0 6 2 (33.3)
Foods 86 4 (4.7) 42 0 128 4 (3.1)
Wiped samples 107 8 (7.5) 74 1 (1.4) 181 9 (5.0
Total 840 334(39.8) 590 235(39.8) 1430 569 (39.8)
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Table 2 Numbers of NoVGI,GII,GI1 & GII group
infection cases in Hyogo prefecture
(2007/08-2008/09 season)

Genogroup 2007/08 season  2008/09 season
GI 4 4
GI 44 36

GI &GI 6 3
Total 54 43
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Fig.1 Monthly cases of NoV group infections in Hyogo prefecture (2007/08-2008/09season)
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Table 3 Monthly numbers of NoV group infection cases in Hyogo prefecture (2007/08-2008/09 season)

Genotype 2007/08 season 2008/09 season total
4 5 6 7 8 9 101112 1 2 3i4 5 6 7 8 9 101112 1 2 3
GIl/4 1 2 3
GI/8 1 1 1 3
G I /Junknown 1 1 2 4
GIo/2 1 1 2
GI/3 2 2 1 5
GIo/4 5 1 1 2 1 9 7 3 2 1 1 1 3 5 4 3 49
GIl/6 1 2 3
GII/13 1 2 3
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